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Among these populations, a high percentage of antibiotic
sensitivity were against amikacin and cefoperazone sulbac-
tam.
doi:10.1016/j.ijid.2008.05.295
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Introduction: There are no reports to date on prevalence
of extended-spectrum ˇ-lactamase (ESBL) producing strains
in the UAE. The aim of this study was to evaluate the preva-
lence of extended-spectrum ˇ-lactamase producing E. coli
and K. pneumoniae and MRSA in UAE.
Methods: Retrospective analysis of microbiology labora-
tory data between January 2005 and 30 November 2006
was carried out. ESBL production was conﬁrmed by double
disk diffusion approximation test or by the combined disk
method. Isolates from the same patient in one month and
the same site of isolation with the same antimicrobial sus-
ceptibility were considered as duplicates and eliminated.
The values for the year 2005 and 2006 were compared. Sta-
tistical analysis was carried out by SPSS software.
Results: In 2005, 7.3% (64/883) of total E.coli isolates and
7.3% (21/286) of K. pneumoniae isolates were ESBL produc-
ers. In 2006 this value signiﬁcantly increased for E. coli to
11.2% (96/854), while K. pneumoniae remained unchanged
at 7.3% (20/276). Inpatient isolates were signiﬁcantly higher
than in outpatients. ESBL production in E.coli for outpatients
increased from 4.15%(27/650) in 2005 to 6.91%(42/608) in
2006 (P = 0.043). There was a trend towards increasing ESBL
production among inpatients for K. pneumoniae (9.8 to
14.2%) and for E. coli (15.9 to 22%). The MRSA rates for the
years 2005 and 2006 were 6.7% (41/616) and 7.0% (34/484)
respectively. There was no signiﬁcant change in MRSA preva-
lence in inpatients (9 Vs. 10.7%) or outpatients (4.4 Vs.
4.5%).
Conclusions: This study shows that there is a relatively
high prevalence of ESBL E. coli and K. pneumoniae in
our institution which is comparable to that reported from
other countries in this region. This is likely driven by the
unrestricted use of antimicrobials particularly 3rd gener-
ation cephalosporins. Antimicrobial stewardship programs
and good infection control practices are required to stem
the increasing resistance.
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Objectives: SXT Constin carries genes that mediate resis-
tance to sulfamethoxazole, trimethoprim, chloramphenicol,
and streptomycin. SXT-related integrating conjugative ele-
ments (ICEs) became prevalent in Asian Vibrio cholerae
populations after V. cholerae O139 emerged. ICEs can excise
themselves from their host’s chromosome, transfer to a new
host by conjugation, and then integrate into the chromo-
some again. The mobile nature of this element poses the
possibility of its transfer from environmental isolates as
a reservoir of virulence and resistance associated genes,
to the clinical isolates. We tested whether environmental
V. cholerae isolates collected from several surface water
sources in Iran, contained SXT-related ICEs.
Methods: Forty isolates of V. cholerae from environment
and 40 isolates of V. cholerae of clinical origin were recov-
ered and subjected to serogrouping and antibiotic resistance
analysis. The identity of isolates was deﬁned by biochemical
assays and conﬁrmed with a species-speciﬁc PCR. Antibi-
otic susceptibility testing of isolates was performed with
3 antibiotics including sulphamethoxazole-trimethoprime,
chloramphenicol, streptomycin. A PCR assay for detection
of the characteristic SXT integrase gene, int, was used for
this analysis. The int gene is highly conserved in all SXT-
related integrating conjugative element analyzed to date
and is essential for SXT’s integration and excision.
Results: Resistance of environmental isolates to
sulphamethoxazole-trimethoprime, chloramphenicol and
streptomycin., was 20%,5% and 17/5%, While clinical
isolates showed 97.5%, 92.5% and 92.5% resistance, respec-
tively. PCR assay showed that 7 out of 40 (17/5%) V. cholerae
isolates from surface water and 39 out of 40 (97.5%) were
positive for int gene.
Conclusion: The result of this study reveals that rate of
resistance to some antibiotics including sulphamethoxazole-
trimethoprime, streptomycin and chloramphenicol in non-
toxigenic environmental isolates of V.cholerae is low while
toxigenic clinical isolates of V.cholerae show a high rate
of resistance which can be attributed to SXT conjugative
element harboring antibiotic resistance gene cassettes.
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